UNEP/GEF Crop Wild Relatives (CWR) Project

ACCESSION DESCRIPTORS
This descriptor list is part of a set of CWR descriptor lists that were developed and used within the framework of the UNEP/GEF funded project “In situ conservation of crop wild relatives through enhanced information management and field application” (2004 – 2010). All national and international project partners (Armenia, Bolivia, Madagascar, Sri Lanka, Uzbekistan, BLE – Germany, Bioversity International, FAO, IUCN, UNEP/WCMC) and several external experts collaborated in the development of these lists.
The descriptors structure is hierarchical, in the same manner as an XML document: this should provide the basis for data exchange and an indication on the data structure.

There are two main groups of descriptors: Population, Accession and Specimen represent the main units that the Crop Wild Relatives project deals with. Accession describes an accession stored in a gene bank, Specimen describes a herbarium specimen and Population describes a population monitored in the field.

The other group of descriptors, Taxon, Site, Contact and Resource, represent both stand-alone categories and components used by Accession, Specimen and Population. This group of descriptors represents an entry point into the Crop Wild Relatives data from the species standpoint in the case of Taxon, location standpoint in the case of Site, institute or individual standpoint for Contact and external resources standpoint for Resource. These descriptors are also used by the first descriptor group to record species, location, contact and resource information.
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An Accession should describe germplasm stored in a gene bank or in the field. It is uniquely identified by an accession number and it is defined by a taxonomy.

The accession holds donation information, if it was donated, biological information and a list of duplicates in other gene banks.

An accession has a source, which indicates where the accession comes from, either through an action of breeding or collecting in the field.

It is also composed by one or more accession samples, these hold information on safety duplicates, distribution events and storage.

The accession and accession sample descriptors are developed separately in this document, although they are not published separately since they depend on the accession context.
Conventions

The layout of the descriptors is hierarchical, and looks like this:

A
Variable – Label
This is a container.

B
Variable - Label
This is a container
B1
Variable - Label
This is a data element.
B2
* Variable - Label
This is a required data element.
B3
# Variable - Label
This is one of the required data elements.
B
Variable - Label
This refers to a container described in another part of the document.
(see B)

The conventions used are:

· Bold/italic names refer to the tentative variable name that the descriptor would have in a schema.

· Bold text refers to the label of the descriptor.

· In normal text we have the description of the descriptor.

· Descriptors that are not primitive data elements are in this color.

· Descriptors that are not fully expanded and that refer to other sections of the document have their variable name and label in this color. Note that these are not primitive data elements.

· Descriptors that are primitive data elements are in this color.

· A (∞) sign between the variable name and the label indicates that the block can be repeated, in all other cases the (-) sign is used, indicating that there can be only one entry.

· A (*) sign before the variable name indicates that the descriptor is required.

· A (#) sign before the variable name indicates that at least one of the descriptors with this symbol is required.

· (Core) following a descriptor label indicates that the descriptor is one of the core descriptors.

Drawings and schemas have the following legend:
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The PDF documents contain annexes, which are support documents and links to web sites. A link to an annex within the text will be represented as a [image: image2.png]


 paperclip, by double-clicking on this symbol the attached document will be opened. A link to a web site will be represented as a [image: image3.png](Standard ISO 3166-1).



 dotted rectangle, click on it to open the web page.

Index

iAccession

Conventions
i
Index
i
A. Accession
3
A1
* AccessionNumber
5
A2
AcquisitionDate – Acquisition date
5
A3
* Holding – Accession holding
5
A31
* Holder – Institute
5
A32
CollectionAcronym – Collection acronym
5
A33
CollectionName – Collection name
5
A4
* Taxon – Taxonomy
5
A5
Source – Accession source
5
A51
* Action – Source action
5
A52
* Site – Source location
5
A6
Distribution ∞ Accession sample distribution
5
A7
AccessionNames ∞ Accession names
5
A8
Donation - Donation event
6
A81
* AccessionNumber – Donor unique ID
6
A82
* Holding – Accession holding
6
A83
Date – Donation date
6
A84
MTA – Material transfer agreement
6
A85
Remarks – General remarks
6
A9
Biology – Biological information
7
A91
* Status – Biological status
7
A10
OtherNumbers ∞ Other identification numbers
7
A101
* AccessionNumber – Accession number
7
A102
* Holder – Person or institute
7
A99
Remarks – General remarks
7
F. Source
9
F1
* Date – Action date
11
F2
Actors ∞ Persons or institutes
11
F3
# Breeding - Breeding action
11
F31
* BreedingID - Breeding identifier
11
F32
AncestralInformation – Ancestral information
11
F4
# Collecting - Collecting action
12
F41
* CollectingID – Collecting number (Core)
12
F42
Source – Collecting source
12
F9
Remarks – General remarks
12
G. Distribution
13
G1
* AccSampleID – Sample identifier
15
G2
Storage – Storage information
15
G21
StorageType ∞ Storage types (Core)
15
G3
SafetyDuplicate ∞ Accession safety duplicate
15
G31
* AccessionNumber – Accession number
15
G4
Event ∞ Distribution event
16
G41
* Date – Distribution date
16
G42
* Recipient – Person or institute
16
G43
AccessionNumber – Recipient accession number
16
G44
MTA – Material transfer agreement
16
G9
Remarks – General remarks
16



A. Accession
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A
Accession – Accession information
Information regarding stored germplasm in a gene bank.

A1
* AccessionNumber – Accession number (Core)
Unique accession identifier assigned by the holder.

A2
AcquisitionDate – Acquisition date
Date on which the accession entered the collection, where YYYY is the year, MM is the month and DD is the day. Missing data (MM or DD) should be indicated with hyphens. Leading zeros are required [YYYYMMDD].

A3
* Holding – Accession holding
Information regarding the holder of the germplasm.
A31
* Holder – Institute
Information regarding the institute maintaining the accession.
(see D. Contact)
A32
CollectionAcronym – Collection acronym
Acronym of the collection to which the accession belongs.
A33
CollectionName – Collection name
Name of the collection to which the accession belongs.
A4
* Taxon – Taxonomy
Information regarding the taxonomy of the accession.
(see B. Taxon)
A5
Source – Accession source
Information regarding the source of the accession.
A51
* Action – Source action 
Information about a collecting or breeding action.
(see F. Source)
A52
* Site – Source location 
Information about the location where the action has occurred.
(see C. Site)
A6
Distribution ∞ Accession sample distribution
Information regarding the distribution of samples of the accession.
(see G. Distribution)
A7
AccessionNames ∞ Accession names
Formal or registered designations given to the accession.
A8
Donation - Donation event
Information regarding the donation of the accession.

A81
* AccessionNumber – Donor unique ID 
Number originally assigned to the accession by the donor. This code should uniquely identify the accession in the donor’s collection.
A82
* Holding – Accession holding
Information regarding the holder of the germplasm.
A821
CollectionName – Collection name
Name of the collection to which the accession belongs.
A822
CollectionAcronym – Collection acronym
Acronym of the collection to which the accession belongs.
A823
* Holder – Person or institute
Information regarding either a person or an institute donating the germplasm.
(see D. Contact)
A83
Date – Donation date
Date on which the accession was donated: YYYY is the year, MM is the month and DD is the day. Missing data (MM or DD) should be indicated with hyphens. Leading zeros are required [YYYYMMDD].

A84
MTA – Material transfer agreement
Information on the material transfer agreement regulating the donation event. 
(See E. Resource)
A85
Remarks – General remarks
Donation remarks.

A9
Biology – Biological information 
Information regarding the biology of the accession.

A91
* Status – Biological status
Biological status of an accession.

0
Unknown
100
Wild
110
Wild – Natural
120
Wild – Semi-natural
200
Weedy
300
Traditional cultivar / Landrace
400
Breeding / Research material
410
Breeder's line
411
Synthetic population
412
Hybrid
413
Founder stock – Base population
414
Inbred line (parent of hybrid cultivar)
415
Segregating population
420
Mutant – Genetic Stock
500
Advanced / Improved cultivar
999
Other (specify in the "Remarks" section).

A92
Remarks – Biological status remarks
This field is used to elaborate on Biological status code with value 999 (= Other) or to add further information.

A10
OtherNumbers ∞ Other identification numbers
Information related to other numbers associated with the accession.

A101
* AccessionNumber – Accession number
Unique identifier of the duplicate within the holder’s institution.
A102
* Holder – Person or institute
Information regarding either a person or an institute holding the duplicate.
(see D. Contact)
A99
Remarks – General remarks
Accession remarks.

F. Source
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F
Source – Collecting or breeding action
Information regarding the collecting or breeding of the accession. Collecting and breeding descriptor blocks are mutually exclusive.

F1
* Date – Action date (Core)
Action date where YYYY is the year, MM is the month and DD is the day. Missing data (MM or DD) should be indicated with hyphens. Leading zeros are required [YYYYMMDD].

F2
Actors ∞ Persons or institutes
Information regarding the persons or institutes that collected or bred the accession.
(see D. Contact)

F3
# Breeding - Breeding action
Information regarding the breeding of an accession.
F31
* BreedingID - Breeding identifier
Identification code or number assigned to the breeding action.
F32
AncestralInformation – Ancestral information
Information about either pedigree or other description of ancestral information (i.e. parent variety or selection). For example a pedigree Hanna/7*Atlas//Turk/8*Atlas or a description mutation found in Hanna, selection from Irene or cross involving amongst others Hanna and Irene.

F4
# Collecting - Collecting action
Information regarding the collection of the accession in the field.
F41
* CollectingID – Collecting number (Core)
Original number assigned by the collector(s) of the sample. This number is essential for identifying duplicates held in different collections.
F42
Source – Collecting source
Information describing the source of the collection or acquisition.
F421
* Code – Collecting acquisition source code
Collecting acquisition source code.

0
Unknown
10
Wild habitat
11
Wild habitat – Forest, woodland
12
Wild habitat – Shrubland
13
Wild habitat – Grassland
14
Wild habitat – Desert, tundra

15
Wild habitat – Aquatic habitat

20
Farm or cultivated habitat
21
Farm or cultivated habitat – Field
22
Farm or cultivated habitat – Orchard
23
Farm or cultivated habitat – Backyard
24
Farm or cultivated habitat – Fallow land
25
Farm or cultivated habitat – Pasture
26
Farm or cultivated habitat – Farm store
27
Farm or cultivated habitat – Treshing floor
28
Farm or cultivated habitat – Park
30
Market or shop
40
Institute, Experimental station, Research Organization, Genebank
50
Seed company
60
Weedy, distributed or ruderal habitat
61
Weedy, distributed or ruderal habitat – Roads
62
Weedy, distributed or ruderal habitat – Field
99
Other (specify in the "Remarks" section)
F422
Remarks – Collecting source remarks
This field is used to elaborate on collecting source code with value 99 (= Other) or to add further information.

F9
Remarks – General remarks
Source remarks.

G. Distribution
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G
Distribution – Accession sample distribution
Information regarding the accession sample distribution.

G1
* AccSampleID – Sample identifier
Identifier given to the sample of the accession, it should be unique within the accession.

G2
Storage – Storage information
Information on the storage of the samples of the accession.

G21
StorageType ∞ Storage types (Core)
Information on the storage types with which the samples of the accession are stored.

G211
* Code – Storage code
Refer to FAO/IPGRI Genebank Standards 1994 for details on storage type.

10
Seed collection
11
Seed collection – Short term
12
Seed collection – Medium term
13
Seed collection – Long term
20
Field collection

30
In vitro collection (slow growth)

40
Cryopreserved collection

99
Other (specify in the "Remarks" section)
G212
Remarks – Storage remarks
This field is used to elaborate on storage code with value 99 (= Other) or to add further information.

G3
SafetyDuplicate ∞ Accession safety duplicate
Information related to the location of safety duplicate of the accession.

G31
* AccessionNumber – Accession number
Unique identifier of the safety duplicate of the accession within the holder’s institute.
G32
* Holder – Person or institute
Information regarding either a person or an institute holding the safety duplicate.
(see D. Contact)
G4
Event ∞ Distribution event
This descriptor characterizes the distribution of a sample of the accession to a person or institute.

G41
* Date – Distribution date
The date on which the transfer occurred. YYYY is the year, MM is the month and DD is the day. Missing data (MM or DD) should be indicated with hyphens. Leading zeros are required [YYYYMMDD].

G42
* Recipient – Person or institute
Information regarding either a person or an institute receiving the material.
(see D. Contact)
G43
AccessionNumber – Recipient accession number
The accession number with which the sample is registered by the recipient.

G44
MTA – Material transfer agreement
Information on the material transfer agreement regulating the distribution event. 
(See E. Resource)
G9
Remarks – General remarks
Distribution remarks.
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